10/530886 
JC12Rec'0JT/PTC 11 APR 2005 



SEQUENCE LISTING 
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ENDOH , Hideki 
UEDA, Yoshitaka 
INABE , Kazunori 

<12 0> CAP BINDING PROTEIN 

<130> Q87392 

<150> PCT/JP03/ 12968 
<151> 2003-10-09 

<150> JP 2002-298549 
<151> 2002-10-11 

<160> 26 

<170> Patentln version 3.3 



<210> 1 

<211> 528 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (525) 



<400> 1 

atg egg cga teg agg age tct gcg gee gee aag ctg cgc ggg cag aag 48 
Met Arg Arg Ser Arg Ser Ser Ala Ala Ala Lys Leu Arg Gly Gin Lys 
15 10 15 

egg tec ggg gee tec gcg gee ccc gcg gee tec gcg gee get gee ttg 9 6 

Arg Ser Gly Ala Ser Ala Ala Pro Ala Ala Ser Ala Ala Ala Ala Leu 
20 25 30 

gca ccc age gee acc cgc aca egg cgc tec get ,agc cag gee ggg age 144 
Ala Pro Ser Ala Thr Arg Thr Arg Arg Ser Ala Ser Gin Ala Gly Ser 
35 40 45 

aag age cag gcg gtg gag aag ccg ccg teg gag aag ccg egg ctg agg 192 
Lys Ser Gin Ala Val Glu Lys Pro Pro Ser Glu Lys Pro Arg Leu Arg 
50 55 60 

cgc teg teg ccg egg gee cag gag gag ggc ccg ggg gag ccg ccg ccg 240 
Arg Ser Ser Pro Arg Ala Gin Glu Glu Gly Pro Gly Glu Pro Pro Pro 
65 70 75 80 

cct gag ctg gcg ttg etc ccg cca ccg ccg ccg ccg ccg ccg act ccc 288 
Pro Glu Leu Ala Leu Leu Pro Pro Pro Pro Pro Pro Pro Pro Thr Pro 
85 90 95 

gcg acc ccg acg tec teg gcg tec aac ctg gac ctg ggc gag cag egg 33 6 

Ala Thr Pro Thr Ser Ser Ala Ser Asn Leu Asp Leu Gly Glu Gin Arg 
100 105 110 
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gag cgc tgg gag acg ttc cag aag egg cag aag ctt acc tec gag ggt 384 
Glu Arg Trp Glu Thr Phe Gin Lys Arg Gin Lys Leu Thr Ser Glu Gly 
115 120 125 

gec gec aag etc ctg eta gac acc ttt gaa tac cag ggc ctg gtg aag 432 
Ala Ala Lys Leu Leu Leu Asp Thr Phe Glu Tyr Gin Gly Leu Val Lys 
130 135 140 

cac aca gga ggc tgc cac tgt gga gca gtt cgt ttt gaa gtt tgg gec 480 
His Thr Gly Gly Cys His Cys Gly Ala Val Arg Phe Glu Val Trp Ala 
145 150 155 160 

tea gca gac ttg cat ata ttt gac tgc aag tac egg aat tat ata tga 528 
Ser Ala Asp Leu His lie Phe Asp Cys Lys Tyr Arg Asn Tyr He 
165 170 175 



<210> 2 

<211> 175 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Arg Arg Ser Arg Ser Ser Ala Ala Ala Lys Leu Arg Gly Gin Lys 
15 10 15 



Arg Ser Gly Ala Ser Ala Ala Pro Ala Ala Ser Ala Ala Ala Ala Leu 
20 25 30 



Ala Pro Ser Ala Thr Arg Thr Arg Arg Ser Ala Ser Gin Ala Gly Ser 
35 40 45 



Lys Ser Gin Ala Val Glu Lys Pro Pro Ser Glu Lys Pro Arg Leu Arg 
50 55 60 



Arg Ser Ser Pro Arg Ala Gin Glu Glu Gly Pro Gly Glu Pro Pro Pro 
65 70 75 80 



Pro Glu Leu Ala Leu Leu Pro Pro Pro Pro Pro Pro Pro Pro Thr Pro 
85 90 95 



Ala Thr Pro Thr Ser Ser Ala Ser Asn Leu Asp Leu Gly Glu Gin Arg 
100 105 110 



Glu Arg Trp Glu Thr Phe Gin Lys Arg Gin Lys Leu Thr Ser Glu Gly 
115 120 125 



Ala Ala Lys Leu Leu Leu Asp Thr Phe Glu Tyr Gin Gly Leu Val Lys 
130 135 140 
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His Thr Gly Gly Cys His Cys Gly Ala Val Arg Phe Glu Val Trp Ala 
145 150 155 160 



Ser Ala Asp Leu His lie Phe Asp Cys Lys Tyr Arg Asn Tyr lie 
165 170 175 



<210> 3 

<211> 537 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (534) 



<400> 3 

atg egg cga teg agg age tct gcg gee gee aag ctg cgc ggg cag aag 48 

Met Arg Arg Ser Arg Ser Ser Ala Ala Ala Lys Leu Arg Gly Gin Lys 
15 10 15 

egg tec ggg gee tec ggg gee tec gcg gee ccc gcg gec tec gcg gee 96 
Arg Ser Gly Ala Ser Gly Ala Ser Ala Ala Pro Ala Ala Ser Ala Ala 
20 25 30 

get gee ttg gca ccc age gee acc cgc aca egg cgc tec get age cag 144 
Ala Ala Leu Ala Pro Ser Ala Thr Arg Thr Arg Arg Ser Ala Ser Gin 
35 40 45 

gee ggg age aag age cag gcg gtg gag aag ccg ccg teg gag aag ccg 192 
Ala Gly Ser Lys Ser Gin Ala Val Glu Lys Pro Pro Ser Glu Lys Pro 
50 55 60 

egg ctg agg cgc teg teg ccg egg gee cag gag gag ggc ccg ggg gag 240 
Arg Leu Arg Arg Ser Ser Pro Arg Ala Gin Glu Glu Gly Pro Gly Glu 
65 70 75 80 

ccg ccg ccg cct gag ctg gcg ttg etc ccg cca ccg ccg ccg ccg ccg 288 
Pro Pro Pro Pro Glu Leu Ala Leu Leu Pro Pro Pro Pro Pro Pro Pro 
85 90 95 

ccg act ccc gcg acc ccg acg tec teg gcg tec aac ctg gac ctg ggc 336 
Pro Thr Pro Ala Thr Pro Thr Ser Ser Ala Ser Asn Leu Asp Leu Gly 
100 105 110 

gag cag egg gag cgc tgg gag acg ttc cag aag egg cag aag ctt acc 3 84 

Glu Gin Arg Glu Arg Trp Glu Thr Phe Gin Lys Arg Gin Lys Leu Thr 
115 120 125 

tec gag ggt gee gee aag etc ctg eta gac acc ttt gaa tac cag ggc 432 
Ser Glu Gly Ala Ala Lys Leu Leu Leu Asp Thr Phe Glu Tyr Gin Gly 
130 135 140 

ctg gtg aag cac aca gga ggc tgc cac tgt gga gca gtt cgt ttt gaa 480 
Leu Val Lys His Thr Gly Gly Cys His Cys Gly Ala Val Arg Phe Glu 
145 150 155 160 
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*gtt tgg gcc tea gca gac ttg cat ata ttt gac tgc aag tac egg aat 528 
Val Trp Ala Ser Ala Asp Leu His lie Phe Asp Cys Lys Tyr Arg Asn 
165 170 175 

tat ata tga 537 
Tyr lie 



<210> 4 

<211> 178 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Arg Arg Ser Arg Ser Ser Ala Ala Ala Lys Leu Arg Gly Gin Lys 
15 10 15 



Arg Ser Gly Ala Ser Gly Ala Ser Ala Ala Pro Ala Ala Ser Ala Ala 
20 25 30 



Ala Ala Leu Ala Pro Ser Ala Thr Arg Thr Arg Arg Ser Ala Ser Gin 
35 40 45 



Ala Gly Ser Lys Ser Gin Ala Val Glu Lys Pro Pro Ser Glu Lys Pro 
50 55 60 



Arg Leu Arg Arg Ser Ser Pro Arg Ala Gin Glu Glu Gly Pro Gly Glu 
65 70 75 80 



Pro Pro Pro Pro Glu Leu Ala Leu Leu Pro Pro Pro Pro Pro Pro Pro 
85 90 95 



Pro Thr Pro Ala Thr Pro Thr Ser Ser Ala Ser Asn Leu Asp Leu Gly 
100 105 110 



Glu Gin Arg Glu Arg Trp Glu Thr Phe Gin Lys Arg Gin Lys Leu Thr 
115 120 125 



Ser Glu Gly Ala Ala Lys Leu Leu Leu Asp Thr Phe Glu Tyr Gin Gly 
130 135 140 



Leu Val Lys His Thr Gly Gly Cys His Cys Gly Ala Val Arg Phe Glu 
145 150 155 160 



Val Trp Ala Ser Ala Asp Leu His lie Phe Asp Cys Lys Tyr Arg Asn 
165 170 175 
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*Tyr lie 



<210> 5 

<211> 45 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer Sequence 

<400> 5 

gcaagcttgt cgaccatgag ttctgaatgt gatgttggaa gctct 



<210> 


6 


<211> 


30 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Primer Sequence 


<400> 


6 



ctgacgtaat gtctggagtc gggctgactg 



<210> 7 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer Sequence 

<400> 7 

agccgggcaa gtcttcggtc ctgaccaatg 



<210> 8 

<211> 44 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Primer Sequence 

<400> 8 

cggaattcgt cgactgcttt ttagtcttct tatagatata aagg 



<210> 9 

<211> 62 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer Sequence 



5/9 



*<400> 9 

agagagtagt aacaaaggtc aaagacagtt gactgtatcg atgagttctg aatgtgatgt 



60 



tg 



62 



<210> 10 

<211> 64 

<212> DNA 

<213> Artificial Sequence 
<220> 

<2 23> Primer Sequence 

<400> 10 

tggagacttg accaaacctc tggcgaagaa gtccaaagct tatagatata aaggttttac 60 
atag 64 



<210> 11 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer Sequence 



<210> 12 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer Sequence 

<400> 12 

tatataattc cggtacttgc ag 22 



<210> 13 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer Sequence 



<400> 11 

cgcgtttgga atcactacag gg 



22 



<400> 13 

taatacgact cactataggg 



20 



<210> 14 
<211> 18 
<212> DNA 



<213> Artificial Sequence 
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<220> 
<223> 



Primer Sequence 



<400> 14 

atgcggcgat cgaggagc 



18 



<210> 15 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer Sequence 

<400> 15 

gacctggggg agcagcggga g 21 

<210> 16 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer Sequence 



<210> 17 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer Sequence 

<400> 17 

aaagtggaga ttgttgccat 20 



<210> 18 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer Sequence 



<400> 16 

ggtgtccagc agcagcttgg 



20 



<400> 18 

ttgactgtgc cgttgaatt 



19 



<210> 19 
<211> 21 
<212> DNA 



<213> Mus sp. 
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r 



<400> 19 
atgagttctg 



aatgtgatgt t 



21 



<210> 20 

<211> 52 

<212> DNA 

<213> Mus sp. 

<400> 20 

tcacttatcg tcatcgtcct tctagtctag atataaaggt tttacatagt tg 52 



<210> 21 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<210> 22 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 22 

gatccgatgc gatacccggg 20 



<210> 23 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer Sequence 



<210> 24 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer Sequence 

<400> 24 

ggccgctact tcatcgtcat cgtccttgta gtctgca 37 



<210> 25 

<211> 44 

<212> DNA 

<213> Homo sapiens 



<400> 21 

aattcccggg tatcgcatcg 



20 



<400> 23 

gactacaagg acgatgacga taagtagc 



28 
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r 





<400> 25 

atggactaca aggacgatga cgataagagc ggcggcgggc cttc 



44 




<210> 26 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 26 

tcaggaggag ttagtgaggg 20 
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